Methyl-11-(2-methylphenyl)-14-phenyl-8,12-dioxa-14,15-diazatetracyclo-[8. 7.0.0 2,7 .0 13,17 ]heptadeca-2(7),3,5,13(17),15-pentaene-10-carbonitrile 
In the title compound, C 28 H 23 N 3 O 2 , the pyrazole ring makes a dihedral angle of 16.90 (6) with the phenyl ring to which it is attached. Both dihydropyran rings exhibit half-chair conformations. Intramolecular C-HÁ Á ÁO interactions generate S(6) and S(8) ring motifs. In the crystal, weak C-HÁ Á ÁO and C-HÁ Á Á interactions occur.
Related literature
For the biological activities of 4H-chromenes see: Cai et al. (2006) ; Gabor (1988) ; Brooks (1998); Valenti et al. (1993) ; Tang et al. (2007) . For related structures see: Ponnusamy et al. (2013) ; Kanchanadevi et al. (2013) .
Experimental
Crystal data C 28 H 23 N 3 O 2 M r = 433.49 Triclinic, P1 a = 9.021 (5) Å b = 9.604 (5) Å c = 15.254 (5) Å = 72.720 (5) = 76.997 (5) = 63.875 (5) V = 1126.1 (9) Å 3 Z = 2 Mo K radiation = 0.08 mm À1 T = 295 K 0.30 Â 0.20 Â 0.20 mm
Data collection
Bruker APEXII CCD diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1996) T min = 0.980, T max = 0.983
20066 measured reflections 4154 independent reflections 3085 reflections with I > 2(I) R int = 0.034 Refinement R[F 2 > 2(F 2 )] = 0.043 wR(F 2 ) = 0.133 S = 1.03 4154 reflections 300 parameters H-atom parameters constrained Á max = 0.41 e Å À3 Á min = À0.18 e Å À3 Table 1 Hydrogen-bond geometry (Å , ) .
Cg1 is the centroid of the C1-C6 ring. Data collection: APEX2 (Bruker, 2008); cell refinement: SAINT (Bruker, 2008); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: PLATON (Spek, 2009); software used to prepare material for publication: SHELXL97. -viral, anti-fungal, anti-inflammatory, antidiabetic, anti-anaphylactic and anti-cancer (Cai et al., 2006; Gabor, 1988; Brooks, 1998; Valenti et al., 1993; Tang et al., 2007) .
Comment

4H-Chromenes and their derivatives exhibit various biological activities such as anti
The geometric parameters of the title molecule ( Fig. 1 ) agree well with reported similar structures (Ponnusamy et al., 2013; Kanchanadevi et al., 2013) . The pyrazole ring makes a dihedral angle of 16.90 (6) ° and 69.04 (6) °, respectively with two phenyl [C1-C6 and C9-C14] rings.
The molecular structure is stabilized by weak intramolecular C-H···N, C-H···O interactions and the crystal packing is controlled by weak intermolecular C-H···O and C-H···π interactions [C20-H20···Cg1 ii ; H20···cg1 ii 2.863Å, C20-H20···Cg1 ii 134°; Cg1 is the centroid of the ring defined by the atoms C1-C6; symmetry operator for generating equivalent atoms: (ii) -1 + x, 1 + y, z].
Experimental
A mixture of (2E)-3-(2-methylphenyl)-2-(2-formylphenoxymethyl) prop-2-enenitrile (0.28 g, 1 mmol) and 3-methyl-1phenyl-1H-pyrazol -5-one (0.17 g, 1 mmol) was placed in a round bottom flask and melted at 200 ° C for 1 h. After completion of the reaction as indicated by TLC, the crude product was washed with 5 ml of ethyl acetate and hexane mixture (1:49 ratio) which successfully provided the title product as colorless solid in 93% yield.
Refinement
H atoms were positioned geometrically and refined using a riding model with C-H = 0.93 Å and U iso (H) = 1.2U eq (C) for aromatic C-H, C-H = 0.98 Å and U iso (H) = 1.2U eq (C) for C-H, C-H = 0.97 Å and U iso (H) = 1.2U eq (C) for CH 2 , C-H = 0.96 Å and U iso (H) = 1.5U eq (C) for CH 3 . The methyl groups were allowed to rotate but not to tip. The molecular structure of the title compound, with atom labels and 30% probability displacement ellipsoids for non-H atoms.
Computing details
supplementary materials sup-3
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Figure 2
The packing of the title compound, viewed down the a axis. Hydrogen bonds are shown as dashed lines. (14) 0.0032 (11) −0.0133 (11) −0.0186 (12) C20 0.0655 (14) 0.0455 (12) 0.0531 (12) −0.0026 (10) −0.0127 (11) −0.0085 (9) C21 0.0504 (11) 0.0427 (11) 0.0465 (11) −0.0125 (9) −0.0033 (9) −0.0120 (9) C22 0.0380 (9) 0.0386 (10) 0.0391 (9) −0.0115 (8) −0.0027 (7) −0.0151 (8) C23
16-Methyl
0.0324 (9) 0.0377 (9) 0.0408 (9) −0.0142 (8) −0.0021 (7) −0.0120 (7) C24 0.0325 (9) 0.0379 (10) 0.0446 (10) −0.0153 (8) 0.0011 (7) −0.0100 (8) C25
0.0408 (10) 0.0448 (11) 0.0582 (12) −0.0222 (9) 0.0047 (9) −0.0129 (9) (7) 0.0083 (6) −0.0114 (7) N3 0.0509 (10) 0.0516 (10) 0.0744 (12) −0.0159 (9) −0.0222 (9) −0.0108 (9) O1 0.0375 (6) 0.0400 (7) 0.0420 (7) −0.0194 (5) 0.0074 (5) −0.0133 (5) O2 0.0323 (7) 0.0569 (8) O2-C17-C22-C23 −3.8 (3) C22-C17-O2-C16 17.4 (2) C18-C17-C22-C23 179.67 (16) C18-C17-O2-C16 −165.84 (16) C20-C21-C22-C17 −0.3 (3) C15-C16-O2-C17 −47.30 (19) Hydrogen-bond geometry (Å, º) Cg1 is the centroid of the C1-C6 ring. 
